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Aim: Our laboratory, founded in 2010 with basic molecular biology on Indian Anopheline malarial
vectors. We work on many exciting projects to decode and understand that how the sex-specific
behavioral biology of mosquito feeding, mating, breeding, and immunity affecting vectorial competency
and malaria transmission. Ultimately, we amid to formulate new tools to control malaria and help
improve the lives. Progressive with several fundamental discoveries, we continue to our journey and
keep on learning more about what we do, and how we work every day to promote positive change.

Objectives: We are focused to generate a translatable scientific flow of knowledge from Lab-to-field
and currently engaged

e To decode and understand sex and tissue-specific molecular complexity of mosquito host-seeking,
blood-feeding, and mating behavioral physiology

¢ To find and select key molecular targets essential for Plasmodium development/survival inside the
mosquito host

eTo establish the molecular and functional correlation of mosquito behavioral biology and
Plasmodium transmission dynamics
Publications: Article Published: 32; Book Chapter: 02;

Research Supervision

Postdoctoral Fellow: 03;

Ph. D. students: 02 (Completed/Awarded);
04 (Submitting soon)

Other Project Staff trained (SRF, JRF, and SLA):05

Master/Graduate Students (completed dissertation): 14

Conference/Seminar/Presentations: >25;

Invited/Keynote speaker: >12

Extramural Project status: 09 (6 completed (PI); 3 ongoing)
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